Table S1: List of all the predicted transporters present in LR6 genome

ORF Name Type Transporter Family Subfamily  Substrate/Function
The 2-Hydroxycarboxylate Transporter (2-HCT)

sequence01_4440677_4442038 2-HCT Family - sodium ion:citrate/malate symporter
sequence01_3016244 3017905 AAE The Aspartate:Alanine Exchanger (AAE) Family - aspartate:alanine antiporter
sequence0l1 676044 674272 AAE The Aspartate:Alanine Exchanger (AAE) Family - aspartate:alanine antiporter
sequence01 1000799 1000179 ABC The ATP-binding Cassette (ABC) Superfamily binding sulfate
sequence01_1002328 1000799 ABC The ATP-binding Cassette (ABC) Superfamily membrane -

bindin
sequence01_1003470 1002301 ABC The ATP-binding Cassette (ABC) Superfamily proteing spermidine/putrescine
sequence0l1_1040054 1041034 ABC The ATP-binding Cassette (ABC) Superfamily membrane Vitamin B12
sequence0l1 1041619 1042374 ABC The ATP-binding Cassette (ABC) Superfamily binding molybdate
sequence0l1 1046197 1045418 ABC The ATP-binding Cassette (ABC) Superfamily binding phosphonate
sequence0l1 1047182 1046190 ABC The ATP-binding Cassette (ABC) Superfamily membrane cobalamin/Fe3+-siderophores
sequence01 1048000 1047182 ABC The ATP-binding Cassette (ABC) Superfamily binding iron-hydroxamate
sequence01 1080966 1082456 ABC The ATP-binding Cassette (ABC) Superfamily membrane (Fe-S assembly/SufBCD system)
sequence01 1082466 1083212 ABC The ATP-binding Cassette (ABC) Superfamily ABC (Fe-S assembly/SufBCD system)
sequence01_1083187_ 1084458 ABC The ATP-binding Cassette (ABC) Superfamily membrane (Fe-S assembly/SufBCD system)
sequence01_1092553 1093575 ABC The ATP-binding Cassette (ABC) Superfamily binding D-methionine
sequence01_1093568 1094236 ABC The ATP-binding Cassette (ABC) Superfamily membrane D-methionine
sequence01_1094260 1095072 ABC The ATP-binding Cassette (ABC) Superfamily binding methionine
sequence01_1096057_ 1095371 ABC The ATP-binding Cassette (ABC) Superfamily membrane amino aicd (glutamine/glutamate/aspartate)
sequence01_1096787_1096041 ABC The ATP-binding Cassette (ABC) Superfamily membrane amino aicd (glutamine/glutamate/aspartate)
sequence01_1097602_1096787 ABC The ATP-binding Cassette (ABC) Superfamily binding phosphonate

bindin
sequence01 1098440 1097604 ABC The ATP-binding Cassette (ABC) Superfamily proteing amino acid (glutamine/glutamate/aspartate)
sequence01_1252716_1251568 ABC The ATP-binding Cassette (ABC) Superfamily binding glycine betaine
sequence01 1253363 1252716 ABC The ATP-binding Cassette (ABC) Superfamily membrane glycine betaine/L-proline/carnitine/choline
sequence01_1254271 1253372 ABC The ATP-binding Cassette (ABC) Superfamily binding glycine betaine
sequence01_1255000 1254290 ABC The ATP-binding Cassette (ABC) Superfamily membrane glycine betaine/L-proline/carnitine/choline



sequence01_1330353 1331267
sequence01_1331282 1332028
sequence01_135679 136641
sequence01_136652_137419
sequence0l1_137416_138243

sequence01_ 1415883 1418048
sequence01_1434895 1435668

sequence01_1442212 1443807
sequence01_1454333 1455604
sequence01_1455627 1457201
sequence01_1457201 1458274
sequence01_ 1458274 1459071
sequence0l1_ 1459081 1459779
sequence01_ 1479659 1480303

sequence0l1 1481571 1483778

sequence01_1589426 1590958
sequence01_1590982_ 1592004
sequence01_1592001 1592897
sequence01_1592894 1593880
sequence01_1593873 1594799
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sequence01_1638503 1637577
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sequence01_1772790 1771786
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sequence01_1774720_1773812
sequence01_ 1775653 1774733

sequence01_1777367_1775736
sequence0l1_ 1809001 1808213
sequence01_1809889 1809011
sequence01_1948467_1947508
sequence01_1948530_ 1949285
sequence01_1949282 1950067
sequence01_1992918 1991938
sequence01_1994447 1992933
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sequence01_2010771 2011475
sequence01_2019298 2018546
sequence01_2019963 2019295

sequence01_2021875_2021075
sequence01_209259 208309
sequence01_2099746_2100534
sequence01_210289 209306
sequence01_211791 210292
sequence01_2217773 2217000
sequence01_2218610 2217783
sequence01_2219520 2218615
sequence01_2220554 2219517

sequence0l_2222167_2220551
sequence0l1_ 2252431 2251694
sequence0l1_2253365_2252415
sequence0l1 2254515 2253358
sequence0l 2255445 2254528
sequence0l1_2270832_2269822
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ABC
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The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

binding
protein
binding
binding
binding
binding
binding
protein
membrane

membrane
binding
protein
binding
membrane

membrane
binding
protein

membrane

membrane
binding
protein
binding
binding
binding
binding
binding
binding
membrane
binding
protein
binding

amino acid (glutamine/glutamate/aspartate)
lipid A

lipoprotein

heme

glycine betaine

dipeptide/oligopeptide
dipeptide/oligopeptide
dipeptide/oligopeptide

spermidine/putrescine
polyamine

spermidine/putrescine
spermidine/putrescine

amino acid (glutamine/glutamate/aspartate)
amino acid
(lysine/arginine/ornithine/histidine/octopine)
amino acid
(lysine/arginine/ornithine/histidine/octopine)

amino acid (glutamine/glutamate/aspartate)
phosphate

lipoprotein

lipid A

lipid A

lipid A

nitrate

nitrate/sulfonate/taurine

nitrate/sulfonate/taurine
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sequence01_87982_ 89496
sequence01_89515 90456
sequence01_90459 91334
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sequence01_946637_947881
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ABC
ABC
ABC
ABC
ABC

ABC
ABC
ABC
ABC
ABC
ABC

ABC
ABC
ABC
ABC

AbgT
AEC

AGCS
AGCS
Al-2E
Al-2E
Al-2E

Al-2E

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily
The ATP-binding Cassette (ABC) Superfamily

The p-Aminobenzoyl-glutamate Transporter (AbgT)

Family
The Auxin Efflux Carrier (AEC) Family

The Alanine or Glycine:Cation Symporter (AGCS)

Family

The Alanine or Glycine:Cation Symporter (AGCS)

Family

The Autoinducer-2 Exporter (Al-2E) Family
(Formerly the PerM Family, TC #9.B.22)
The Autoinducer-2 Exporter (Al-2E) Family
(Formerly the PerM Family, TC #9.B.22)
The Autoinducer-2 Exporter (Al-2E) Family
(Formerly the PerM Family, TC #9.B.22)
The Autoinducer-2 Exporter (Al-2E) Family
(Formerly the PerM Family, TC #9.B.22)

binding
protein
binding
membrane
binding
binding
binding
binding
protein
membrane
membrane
membrane
binding
membrane
binding
protein
membrane
membrane

binding

oligopeptide

sulfate
cobalamin/Fe3+-siderophores
cobalamin

lipoprotein

glycine betaine

dipeptide/oligopeptide
dipeptide/oligopeptide
dipeptide/oligopeptide
lipoprotein releasing
lipoprotein

lipoprotein releasing

spermidine/putrescine
spermidine/putrescine
spermidine/putrescine
polyamine

aminobenzoyl-glutamate

sodium ion:alanine symporter
sodium ion:alanine symporter
Autoinducer-2 export
Autoinducer-2 export
Autoinducer-2 export

Autoinducer-2 export
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sequence0l1_2282757_2281288
sequence01_2490768 2492204
sequence0l1_ 3195718 3197103
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Al-2E
Amt

APC

APC

APC

APC

APC

APC

APC

APC

APC

APC

APC

APC

APC

APC
ArAE
ArAE
ArAE
ArAE
ArAE
ArsAB

The Autoinducer-2 Exporter (Al-2E) Family
(Formerly the PerM Family, TC #9.B.22)

The Ammonia Transporter Channel (Amt) Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family
The Amino Acid-Polyamine-Organocation (APC)
Family

The Aromatic Acid Exporter (ArAE) Family
The Aromatic Acid Exporter (ArAE) Family
The Aromatic Acid Exporter (ArAE) Family
The Aromatic Acid Exporter (ArAE) Family
The Aromatic Acid Exporter (ArAE) Family
The Arsenite-Antimonite (ArsAB) Efflux Family

Autoinducer-2 export
ammonium

arginine:ornithine antiporter
amino acid

amino acid

amino acid

amino acid

amino acid
glutamate:GABA antiporter
GABA

amino acid
arginine:ornithine antiporter
glutamate:GABA antiporter
amino acid

amino acid

arginine:ornithine antiporter
fusaric acid efflux

fusaric acid efflux

fusaric acid efflux

fusaric acid efflux

fusaric acid efflux

arsenite (ArsA)
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sequence01_372774 374807
sequence01_1447740_ 1446574

sequence01_1476934 1477848
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sequence01_2884103 2883219
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ArsAB
ArsB
ArsB
ArsB
ArsB
BASS

BCCT
BenE

Bestrophin
CaCA
CaCA
CDF

CDF

CHR

Cic

CIC

CNT

CNT

CPA1
CPA1
CPA2
CPA2
CPA2

DAACS

The Arsenite-Antimonite (ArsAB) Efflux Family
The Arsenite-Antimonite (ArsB) Efflux Family

The Arsenite-Antimonite (ArsB) Efflux Family

The Arsenite-Antimonite (ArsB) Efflux Family

The Arsenite-Antimonite (ArsB) Efflux Family

The Bile Acid:Na+ Symporter (BASS) Family

The Betaine/Carnitine/Choline Transporter (BCCT)
Family

The Benzoate:H+ Symporter (BenE) Family

The Anion Channel-forming Bestrophin
(Bestrophin) Family

The Ca2+:Cation Antiporter (CaCA) Family

The Ca2+:Cation Antiporter (CaCA) Family

The Cation Diffusion Facilitator (CDF) Family

The Cation Diffusion Facilitator (CDF) Family

The Chromate lon Transporter (CHR) Family

The Chloride Carrier/Channel (CIC) Family

The Chloride Carrier/Channel (CIC) Family

The Concentrative Nucleoside Transporter (CNT)
Family

The Concentrative Nucleoside Transporter (CNT)
Family

The Monovalent Cation:Proton Antiporter-1 (CPA1)
Family

The Monovalent Cation:Proton Antiporter-1 (CPA1)
Family

The Monovalent Cation:Proton Antiporter-2 (CPA2)
Family

The Monovalent Cation:Proton Antiporter-2 (CPA2)
Family

The Monovalent Cation:Proton Antiporter-2 (CPA2)
Family

The Dicarboxylate/Amino Acid:Cation (Na+ or H+)
Symporter (DAACS) Family

arsenite (ArsA)
arsenite (ArsB)
arsenite (ArsB)
arsenite (ArsB)
arsenite (ArsB)
sodium ion/

glycine betaine/carnitine/choline
benzoate

Bestrophin anion channel
proton:calcium ion antiporter
sodium ion:calcium ion antiporter
cation efflux

cation efflux

chromate ion

chloride ion channel

chloride ion channel

sodium ion:nucleoside symporter
sodium ion:nucleoside symporter
sodium ion:proton antiporter

sodium ion:proton antiporter
potassium/sodium ion:proton antiporter
potassium/sodium ion:proton antiporter
potassium/sodium ion:proton antiporter

proton/sodium ion:glutamate/aspartate
symporter
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sequence01_3858989 3860293
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sequence01_1269690 1270016
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sequence01_2824154 2823771
sequence01_2824474 2824151

sequence01_2888685 2889719

DAACS

DAACS

DAACS

DAACS
DASS
DASS
DASS
Dcu
Dcu
DcuC
DcuC

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

The Dicarboxylate/Amino Acid:Cation (Na+ or H+)
Symporter (DAACS) Family
The Dicarboxylate/Amino Acid:Cation (Na+ or H+)
Symporter (DAACS) Family
The Dicarboxylate/Amino Acid:Cation (Na+ or H+)
Symporter (DAACS) Family
The Dicarboxylate/Amino Acid:Cation (Na+ or H+)
Symporter (DAACS) Family

The Divalent Anion:Na+ Symporter (DASS) Family
The Divalent Anion:Na+ Symporter (DASS) Family
The Divalent Anion:Na+ Symporter (DASS) Family
The C4-Dicarboxylate Uptake (Dcu) Family

The C4-Dicarboxylate Uptake (Dcu) Family

The C4-dicarboxylate Uptake C (DcuC) Family

The C4-dicarboxylate Uptake C (DcuC) Family
The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

SMR

SMR

DME

SMR

SMR

proton/sodium ion:glutamate/aspartate
symporter
proton/sodium ion:glutamate/aspartate
symporter
proton/sodium ion:glutamate/aspartate
symporter

sodium ion:serine/threonine symporter
sodium ion:dicarboxylate/sulfate
sodium ion:dicarboxylate/sulfate
sodium ion:dicarboxylate/sulfate
C4-dicarboxylate

C4-dicarboxylate

C4-dicarboxylate

C4-dicarboxylate

multidrug efflux (SMR)

multidrug efflux (SMR)

drug/metabolite

drug/metabolite

drug/metabolite

drug/metabolite

drug/metabolite

drug/metabolite

multidrug/quaternary ammonium compound
efflux (SMR subfamily)

multidrug efflux (SMR)

drug/metabolite
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sequence01_2973991 2974230

sequence01_2974279 2974749

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DMT

DNA-T
ESS
EVE1-C

F-ATPase

F-ATPase

F-ATPase

F-ATPase

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Drug/Metabolite Transporter (DMT)
Superfamily

The Bacterial Competence-related DNA
Transformation Transporter (DNA-T) Family

The Glutamate:Na+ Symporter (ESS) Family

The Envelope Virus E1 Channel (EVEL1-C) Family
The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily

The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily

The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily

The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily

GRP

DME

SMR

glucose uptake (GRP subfamily)
drug/metabolite

drug/metabolite

multidrug efflux (SMR)
drug/metabolite

drug/metabolite
chloramphenicol (RarD homolog)
drug/metabolite

drug/metabolite

drug/metabolite

drug/metabolite

drug/metabolite

drug/metabolite

sodium ion:glutamate symporter

protons
protons
protons

protons
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sequence01_39125 37725

F-ATPase

F-ATPase

F-ATPase

F-ATPase

F-ATPase
FeoB
FeoB
FNT

FNT
GntP
GntP
GntP

GPH

GPH

GPH

GPH

GPH

GPH

GPH

GPH

GPH

GPH

The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily
The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily
The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily
The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily
The H+- or Na+-translocating F-type, V-type and A-
type ATPase (F-ATPase) Superfamily

The Ferrous Iron Uptake (FeoB) Family

The Ferrous Iron Uptake (FeoB) Family

The Formate-Nitrite Transporter (FNT) Family
The Formate-Nitrite Transporter (FNT) Family
The Gluconate:H+ Symporter (GntP) Family
The Gluconate:H+ Symporter (GntP) Family

The Gluconate:H+ Symporter (GntP) Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

protons
protons
protons
protons

protons
ferrous ion
ferrous ion
formate/nitrite
formate/nitrite
gluconate
gluconate
gluconate

multidrug efflux
multidrug efflux
multidrug efflux
multidrug efflux
multidrug efflux
multidrug efflux
multidrug efflux
multidrug efflux
multidrug efflux

multidrug efflux
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sequence01_4586702_4588948

sequence01_1333941 1332676
sequence01_2003961 2005103
sequence01_4153560_ 4154804
sequence0l1 4189112 4190443
sequence0l1_4194267_4195598
sequence0l1_ 4554464 4553235

sequence01_4618465 4617176
sequence01_3377230_3375893
sequence01_3836462_ 3835221

sequence01_1968242 1966164
sequence0l1_ 1969383 1968235
sequence0l1 2063524 2065206
sequence01_2071936_2072310
sequence01_2072310 2073047
sequence01_2073058 2073327

sequence01_2073334 2074119

GPH
GPTS
GPTS
GPTS
GPTS
GPTS

HAAAP

HAAAP

HAAAP

HAAAP

HAAAP

HAAAP

HAAAP
HCC
HCC

ISP

ISP

ISP

ISP

ISP

ISP

ISP

The Glycoside-Pentoside-Hexuronide (GPH):Cation
Symporter Family

General PTS
General PTS
General PTS
General PTS

General PTS

The Hydroxy/Aromatic Amino Acid Permease
(HAAAP) Family

The Hydroxy/Aromatic Amino Acid Permease
(HAAAP) Family

The Hydroxy/Aromatic Amino Acid Permease
(HAAAP) Family

The Hydroxy/Aromatic Amino Acid Permease
(HAAAP) Family

The Hydroxy/Aromatic Amino Acid Permease
(HAAAP) Family

The Hydroxy/Aromatic Amino Acid Permease
(HAAAP) Family

The Hydroxy/Aromatic Amino Acid Permease
(HAAAP) Family

The HIyC/CorC (HCC) Family

The HlyC/CorC (HCC) Family

The Type H1I (Virulence-related) Secretory Pathway
(IISP) Family

The Type HI (Virulence-related) Secretory Pathway
(I1ISP) Family

The Type I (Virulence-related) Secretory Pathway
(I1ISP) Family

The Type I1I (Virulence-related) Secretory Pathway
(111SP) Family

The Type HI (Virulence-related) Secretory Pathway
(IISP) Family

The Type HI (Virulence-related) Secretory Pathway
(IISP) Family

The Type HI (Virulence-related) Secretory Pathway
(IISP) Family

HPr
Enzymel
HPr
Enzymel
Enzymel

multidrug efflux

serine
aromatic amino acid
aromatic amino acid
serine
serine
serine

serine
hemolysin C (HlyC) homolog
heavy metal ion
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sequence38 64516 62432
sequence39_ 11428 12009
sequence39_ 12758 14161
sequence39 30340 33738
sequence39 35795 38350
sequence46_31434 30376
sequence46 57125 55770

sequence01_4010741_4009749
sequence0l1 2963819 2961951
sequence0l1_ 18493 16838

sequence01_2906869 2907528

sequence01_168657_169976
sequence01_4500676_4501311
sequence01_1111142 1109943
sequence0l1_1113757_1114923
sequence01_ 1247023 1245770
sequence0l1_ 1257331 1256147
sequence01_1315453 1316754
sequence01_1390378 1388726
sequence01_1461734 1460517
sequence01_1466304 1465108
sequence01_14703 13363

ILT
ILT

IVSP
IVSP
IVSP
IVSP
IVSP
IVSP
IVSP

KDGT
KUP
LctP

LIV-E

LIVCS
LysE
MFS
MFS
MFS
MFS
MFS
MFS
MFS
MFS
MFES

The Iron/Lead Transporter (ILT) Superfamily

The Iron/Lead Transporter (ILT) Superfamily
The Type IV (Conjugal DNA-Protein Transfer or
VirB) Secretory Pathway (IVSP) Family

The Type IV (Conjugal DNA-Protein Transfer or
VirB) Secretory Pathway (IVSP) Family

The Type IV (Conjugal DNA-Protein Transfer or
VirB) Secretory Pathway (IVSP) Family

The Type IV (Conjugal DNA-Protein Transfer or
VirB) Secretory Pathway (IVVSP) Family

The Type IV (Conjugal DNA-Protein Transfer or
VirB) Secretory Pathway (IVSP) Family

The Type IV (Conjugal DNA-Protein Transfer or
VirB) Secretory Pathway (IVVSP) Family

The Type IV (Conjugal DNA-Protein Transfer or
VirB) Secretory Pathway (IVSP) Family

The 2-Keto-3-Deoxygluconate Transporter (KDGT)

Family
The K+ Uptake Permease (KUP) Family
The Lactate Permease (LctP) Family

The Branched Chain Amino Acid Exporter (LIV-E)

Family

The Branched Chain Amino Acid:Cation Symporter

(LIVCS) Family

The L-Lysine Exporter (LysE) Family
The Major Facilitator Superfamily (MFS)
The Major Facilitator Superfamily (MFS)
The Major Facilitator Superfamily (MFS)
The Major Facilitator Superfamily (MFS)
The Major Facilitator Superfamily (MFS)
The Major Facilitator Superfamily (MFS)
The Major Facilitator Superfamily (MFS)
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